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Figure S17. Change in gene expression vs boundary score change in the nearest significant differential
boundary (sigDB) for the H1-endoderm differentiation dataset. For each gene, shown is the log fold change
in the expression level (TPM) of a gene between H1 and endoderm (H1/endoderm) against the change in
boundary score of its nearest sigDB (H1-endoderm). Overall, there is no correlation between the change in
expression and change in boundary score (Pearson’s R = 0.03).



